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Abstract
Novel tumor-on-a-chip approaches are increasingly used to investigate tumor progression and potential treatment options. 
To improve the effect of any cancer treatment it is important to have an in depth understanding of drug diffusion, penetration 
through the tumor extracellular matrix and cellular uptake. In this study, we have developed a miniaturized chip where drug 
diffusion and cellular uptake in different hydrogel environments can be quantified at high resolution using live imaging. 
Diffusion of doxorubicin was reduced in a biomimetic hydrogel mimicking tissue properties of cirrhotic liver and early stage 
hepatocellular carcinoma (373 ± 108 µm2/s) as compared to an agarose gel (501 ± 77 µm2/s, p = 0.019). The diffusion was 
further lowered to 256 ± 30 µm2/s (p = 0.028) by preparing the biomimetic gel in cell media instead of phosphate buffered 
saline. The addition of liver tumor cells (Huh7 or HepG2) to the gel, at two different densities, did not significantly influ-
ence drug diffusion. Clinically relevant and quantifiable doxorubicin concentration gradients (1–20 µM) were established in 
the chip within one hour. Intracellular increases in doxorubicin fluorescence correlated with decreasing fluorescence of the 
DNA-binding stain Hoechst 33342 and based on the quantified intracellular uptake of doxorubicin an apparent cell perme-
ability (9.00 ± 0.74 ×  10–4 µm/s for HepG2) was determined. Finally, the data derived from the in vitro model were applied 
to a spatio-temporal tissue concentration model to evaluate the potential clinical impact of a cirrhotic extracellular matrix 
on doxorubicin diffusion and tumor cell uptake. 
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Abbreviations
DOX  Doxorubicin
HCC  Hepatocellular carcinoma
ECM  Extracellular matrix
TACE  Transarterial chemoembolization
UV  Ultraviolet light
PBS  Phosphate buffered saline
LMPA  Low melting point agarose
SD  Standard deviation

ROI  Region of interest
DIC  Differential interference contrast
PMT  Photomultiplier
LD  Low density
HD  High density

Introduction

In vitro 2D and 3D cell models form the backbone of pre-
clinical cancer research. Combining such models with 
microfluidic solutions, which are typically compatible with 
high resolution imaging techniques, permit more com-
plexity to be studied in vitro and enables tumor-on-a-chip 
approaches which may be more clinically relevant within 
drug development [1, 2]. In such devices gradients of nutri-
ents, oxygen and cellular waste products can be formed as a 
result of cell metabolism, pressure differences, convective 
transport and diffusion similar to that seen in vivo [3–5]. 
However, challenges in terms of drug adsorption to materials 
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as well as physiological relevance of the applied volumes, 
ratios and flows remain [1, 2].

Therefore, simpler miniaturized systems without fluid-
ics may be applied to create in vitro models in which con-
centration gradients of drugs can be established in various 
disease-relevant matrices, thereby focusing on crucial in vivo 
processes such as drug diffusion, cellular uptake, tissue expo-
sure and drug action [5–7]. These properties are important to 
establish, as it will assist the development of drug molecules 
that effectively diffuse across the tumor extracellular matrix 
(ECM) to reach intracellular targets and erase all cancer cells, 
which is crucial to prevent cancer resistance and recurrence 
[6, 8]. Additionally, such properties may also be implemented 
in various in silico modelling approaches in order to trans-
late in vitro findings to a wider clinical context [2, 9, 10].

Hydrogels containing tumor cells are often used for mod-
elling tumor tissue in vitro and low melting point (65.5 °C) 
agarose is especially useful for the development of such 
novel miniaturized systems as it provides ease of prepara-
tion in aqueous media and gels at room temperature. Inves-
tigating diffusion in such gels may provide an accurate esti-
mation of unhindered drug diffusion, i.e. free diffusion in 
water [10–12]. This in turn means that the Stokes-Einstein 
equation can be applied to predict, with good approximation, 
diffusion coefficients in such agarose hydrogels.

Hepatocellular carcinoma (HCC) is a primary liver tumor 
that usually develops on a background of chronic liver dis-
ease and progresses from fibrosis to cirrhosis [13]. These 
changes are characterized by the extensive deposition of the 
ECM proteins collagen and fibrin, which change the biome-
chanical properties of the liver and increase its stiffness as 
the disease progresses. This progression can be mimicked 
in vitro by the development of biomimetic hydrogels con-
taining collagen and fibrin [14]. The gels stiffness can be 
tuned to biophysically resemble both healthy and diseased 
mice liver tissue [15], and the diffusion coefficients of pirox-
icam and human lactoferrin, which encompass a molecular 
mass (M) range from 331 to 79 000 g/mol, are significantly 
reduced in the biomimetic gels compared with diffusion in 
agarose gels [10].

Doxorubicin (DOX; M = 543.5 g/mol) is a clinically 
relevant and commonly investigated anticancer drug with 
two different mechanisms of action, which both activate 
apoptotic pathways. Firstly, DOX can intercalate between 
DNA base pairs to prevent DNA replication. The second 
mechanism of action is the intracellular generation of reac-
tive oxygen species [16–18]. Severe side-effects associated 
with DOX treatment have been reported, such as cardiotox-
icity, bone marrow toxicity and intestinal mucositis [19–21]. 
Therefore, locoregional treatments with DOX such as emul-
sion-based transarterial chemoembolization (TACE) [22], 
or systemic treatments using nanoparticles such as liposo-
mal formulations [23], are attractive in the clinical setting 

as these strategies offer targeted drug accumulation at the 
tumor site as well as reduced side-effects.

The molecular structure of DOX allows for relatively sim-
ple quantification of drug concentration via both absorbance- 
and fluorescence-based techniques [24]. In biological in vitro 
settings fluorescence-based techniques have proven more use-
ful since many hydrogel and cell culture components con-
tribute challenging background absorbance in the UV spec-
trum [10]. Quantifying DOX via fluorescence must however 
be performed with caution since the fluorescence emission 
spectra for DOX overlaps with the emission spectra for some 
commonly used stains in fluorescence microscopy (e.g. the 
cell death reporter propidium iodide). Additionally, the fluo-
rescence signal of DOX can be both enhanced or quenched by 
lipids and other cellular components [25, 26]. One solution to 
this challenge, initially proposed by Hovorka et al. [27], is to 
study the signal from Hoechst stains (e.g. H33342) as an indi-
rect readout for DOX concentration, as the Hoechst molecule 
competes with DOX for DNA binding. Therefore, a decrease 
in the observed Hoechst signal correlates with an increase in 
the nuclear concentration of DOX and permits indirect assess-
ment of intracellular DOX concentrations.

The primary objective of this study was to develop a 
miniaturized chip for fluorescence-based visualization and 
quantification of DOX diffusion in biomimetic hydrogels 
that mimic tissue properties of cirrhotic liver and early stage 
HCC. Secondly, human liver tumor cells were added to the 
biomimetic gels and the influence of cells on DOX diffu-
sion, as well as intracellular DOX uptake, was investigated. 
Finally, the implications of our in vitro findings were trans-
lated to a clinical scenario using spatio-temporal tissue con-
centration modelling.

Materials and methods

Materials

Fibrinogen (from bovine plasma), sodium hydroxide 
(NaOH), thrombin (from bovine plasma) and calcium chlo-
ride  (CaCl2) were from Sigma-Aldrich (Germany). Apro-
tinin, NucBlue live cell stain ready probes reagent (Hoe-
chst 33342), low melting point agarose (TopVision) and all 
cell culture reagents were from Thermo-Fischer Scientific 
(Sweden). Doxorubicin hydrochloride was from Toronto 
Research Chemicals (Canada). Collagen (type I, from rat-
tail) was purchased from Ibidi (Sweden). Phosphate buffer 
saline (PBS), pH 7.4, was also from Sigma-Aldrich and pre-
pared by dissolving tablets in MilliQ water yielding a mix-
ture containing 0.01 M phosphate buffer, 0.0027 M potas-
sium chloride and 0.137 M sodium chloride. All prepared 
PBS solutions were degassed using sonication (15 min) 
before further use. DOX stock solutions at a concentration 
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of 100 mM were prepared by dissolving the powder in 
dimethylsulfoxide, before aliquoting to brown 1.5 mL vials 
and storage in a freezer at -20 °C until use. Sylgard 184 
polydimethylsiloxane (PDMS) elastomer kit was purchased 
from Silmid (UK).

Cell culture

Hep G2 (HB-8065™) cells were purchased from ATCC 
(USA) and Huh7 cells were a kind gift from Dilruba Ahmed, 
Karolinska Institute, Sweden. Both the HepG2 and Huh7 
cell lines tested negative for mycoplasma. Cells were rou-
tinely cultured at 37 ˚C with 5%  CO2 in high glucose DMEM 
GlutaMAX™ supplemented (Cat No. 10569010) or in high 
glucose DMEM, HEPES, no phenol red (Cat No. 21063029) 
for imaging experiments. Both media were supplemented 
with 10% fetal bovine serum (Cat No. 10270106) and 1% 
penicillin–streptomycin (Cat No. 15140122). Cell culture 
medium was changed every 2–3 days.

Manufacturing of a combined drug diffusion 
and cellular uptake chip

The design for the miniaturized mold was drawn in 
Autodesk Fusion 360 (Autodesk, USA) and exported as a 
stereolithography (STL) file. The molds for polydimethyl-
siloxane (PDMS) casting were manufactured using a Form3 
3D-printer (Formlabs, USA) and printed horizontally using 
black V4 resin (Formlabs, USA) and post-processed accord-
ing to the manufacturer’s recommendations [28]. The post-
processed molds were silanized overnight in a desiccator 
with 100 µl 1H, 1H, 2H, 2H-Perfluorooctyltrichlorosilane, 
97% (ThermoFisher Scientific, USA). The (STL) file used 
for 3D printing is available upon request. The combined 
drug diffusion and cellular uptake chips were produced by 

first casting PDMS (Sylgard 184, 10:1 base:curing agent 
ratio) into the mold, degassing under vacuum for 2 h and 
then curing at 75 °C overnight. The PDMS device was then 
removed from the mold and holes corresponding to each 
gel loading port as well as two loading holes per reservoir 
were made using a 1.5 mm Miltex biopsy punch (Ted Pella 
Inc, USA). Finally, the PDMS was bonded to a glass slide 
(Superfrost, VWR) after plasma treatment using a BD-
20AC laboratory corona treater (Electro-Technic Products, 
USA). To assure adequate bonding between PDMS and 
glass, the chip was sandwiched between aluminum plates 
and heated (75 °C) for 2 h. Each chip contained five repli-
cates of one gel chamber (3 mm long × 1 mm wide × 0.6 mm 
high) connected to two adjacent solution reservoirs (donor 
and acceptor reservoirs) and a gel loading channel and port, 
see Fig. 1a, b for an illustration.

Drug diffusion and cellular uptake experiments

The combined drug diffusion and cellular uptake chip 
(Fig. 1a–c) was developed to image and quantify DOX fluo-
rescence in cell-laden hydrogels. The dimensions of the chip 
allowed for visual inspection of the gel-loading procedure 
without the need for magnification (Fig. 1c). The gel volume 
loaded (8–10 µL) was dependent on the hydrogel of inter-
est. Once the gel solidified (typically after 15 min), first the 
acceptor solution (without DOX) and then the donor solu-
tion (containing DOX) were quickly pipetted (< 30 s) into 
the solution reservoirs (50 µL). The chip was placed under 
a confocal microscope (Supplementary Fig. 1b) for imaging 
of the region of interest (ROI) during the formation of DOX 
concentration gradients (Fig. 1c). The time elapsed between 
adding the drug solution to the start of image acquisition 
was noted for each replicate (tlag) and accounted for dur-
ing subsequent diffusion determinations. Additionally, in 

Fig. 1  a The combined drug diffusion and cellular uptake chip 
and b zoom in on one of five gel reservoirs flanked by donor and 
acceptor reservoirs. c Top view of a drug diffusion and cellular 
uptake experiment where a gel (with or without cells) is loaded 

(1), once the gel has solidified the acceptor and donor solution 
reservoirs are filled (2), and finally the region of interest (ROI) 
is imaged as the drug concentration gradient (shown in green) is 
established (3).
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gels-with-cells experiments, cell nucleus staining was per-
formed with NucBlue (Hoechst 33342) to identify the num-
ber and distribution of cells. To avoid gradients of NucBlue 
staining solution forming, the stain was added to the cell 
media (12 drops/mL) used to prepare the gels. The diffusion 
and cellular uptake experiments were run for three hours.

Preparation of hydrogels

Low melting point agarose (LMPA) gels (1% w/v) were 
prepared by first adding agarose powder in PBS. The mix-
tures were heated in a water bath at 60 °C for 15 min and 
regularly vortexed in order for the LMPA to become com-
pletely dissolved. The LMPA gel was then cooled to 37 °C 
and carefully pipetted (8 µL) to the chip (Fig. 1c) for dif-
fusion experiments. After all five gel reservoirs had been 
loaded, the chip was left at room temperature for 15 min for 
gelation to occur.

Biomimetic gels consisting of type I-S fibrinogen (from 
bovine plasma, F8630-5G, Sigma-Aldrich, Germany) and 
type I collagen (Rat-tail type I, 50,201, Ibidi, Sweden) were 
manufactured similarly as described by Calitz et al. [14, 15]. 
Final concentrations of fibrin and collagen were 30 mg/mL 
and 2 mg/mL, respectively. First, a 70 mg/mL stock solution 
of type I-S fibrinogen was prepared by weighing up 350 mg 
of fibrinogen, which was added gradually, under gentle agi-
tation to a mixture of sterile PBS (4 mL), aprotinin (1 mL, 
1218.75 KIU/mL) and  CaCl2 (150 µL, 20 mM). The solu-
tion was incubated for over 2 h at approximately 30 °C in a 
water bath until completely dissolved. Fibrinogen stock solu-
tions were stored in the dark at 4 °C and used within 72 h. 
Following that, single cell suspensions (Huh7 or HepG2, 
1 ×  106 (LD) or 2 ×  106 (HD) cells/ml) were prepared and 
resuspended in DMEM. Subsequently, type I collagen (400 
µL, 5 mg/mL, rat-tail type I, 50,201, Ibidi, Lund, Sweden) 
was neutralized with NaOH (7–8 µL, 1 M) and mixed with 
the cell suspension (162 µL). Finally, fibrinogen stock solu-
tion was added (428.5 µL, 70 mg/mL) to the mixture and 
converted to fibrin by addition of thrombin (1.5 µL, 0.1 U/ 
µL). Thereafter, 10 µl of the cirrhotic gels containing tumor 
cells were loaded in each gel reservoir of the chip (Fig. 1c). 
Cirrhotic gels without cells were prepared similarly as 
described, adding an equal volume of DMEM lacking the 
cell suspension.

Confocal fluorescence microscopy imaging

All imaging was performed on an LSM 700 confocal laser 
scanning microscope (Carl Zeiss, Germany) with a plan-
apochromat 10 × objective (0.45 numerical aperture). The 
experiments were run using a temperature-controlled stage 
at 37 °C. Fluorophores were excited with 405 nm or 488 nm 
laser lines, and emitted fluorescence was detected for 

spectral bandwidths relevant for NucBlue (Hoechst 33342) 
and DOX, and collected as separate channels. Images were 
acquired with Zen 2011 SP7 software (Carl Zeiss, Germany) 
using a scan average of 2, with 16-bit pixel depths. Differ-
ential interference contrast (DIC) was detected through a 
transmitted light photomultiplier (PMT) channel. To capture 
the entire ROI tile scans (1 × 5 tiles) of each gel reservoir 
were collected at regular time intervals (imaging every 5 
or 10 min).

Image analysis

Images were collected as.czi files using the Zen 2011 SP7 
software and opened in the Fiji version of ImageJ [29]. The 
NucBlue, DOX and DIC channels were split into separate 
time-series, and the DIC channel was used to identify the 
physical boundaries of the gel and crop all channels accord-
ingly. For the determination of diffusion coefficients, a ROI 
was identified in the DOX fluorescence channel by using 
the straight line tool (width 100 µm) from the donor res-
ervoir to the acceptor reservoir, straight through the entire 
length of the gel (3 mm, Fig. 2). The average fluorescence 
intensity across the x-direction for each y-coordinate (dis-
tance along gel axis, µm) was extracted using the “Stack-
ProfileData” macro and transferred to Microsoft Excel for 
continued analysis [30]. The fluorescence intensities were 
baseline (background) corrected with one of two approaches 
prior to DOX diffusion coefficient determinations. Either 
an average fluorescence intensity of the 100 µm segment of 
the gel furthest from the DOX donor solution, or the entire 
fluorescence intensity profile, at t =  tlag was used for baseline 
correction (see Supplementary Fig. 3 and Supplementary 
Table 1 for more details). In each experimental replicate, 
baseline corrected DOX fluorescence profiles at two differ-
ent time points between 10 to 40 min were used to determine 
DOX diffusion coefficients (exemplified in Fig. 2).

For cellular uptake analysis, the NucBlue channel was 
initially used for each replicate to identify the number 
and distribution of cells in the gel (Fig. 4). This was done 
using Fiji to (i) prepare a maximum intensity projection of 
the entire time series, (ii) threshold the NucBlue signal to 
ensure detection of all nuclei in the channel, (iii) dilating the 
boundaries of the NucBlue threshold signals and if needed 
applying the watershed function to delineate clusters before 
finally (iv) analyzing particles. This analysis identified the 
y-position in the gel for each nucleus (ROI-list) as well as 
summarizing the number of detected nuclei and their size 
(projected area). The dilated NucBlue projected area served 
as a good approximation of the cell area (when compared 
with DIC images) and was subsequently used to calculate 
the cell radius of analyzed cells. Then, the average NucBlue 
intensity for each cell was extracted, using the multi-measure 
analysis function, for further analysis. The generated ROI 
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list was also applied to the DOX channel to extract aver-
age intensities per cell. In order to combine the different 
replicates on each chip, cell intensities were grouped and 
averaged in 250 long µm zones based on their y-position, 
where zone 0–250 µm was closest to the donor solution and 
zone 1750–2000 µm was furthest from the donor solution.

Determination of apparent diffusion coefficients

Assuming that the fluorescence intensity was propor-
tional to the DOX concentration (< 20 µM, Supplemen-
tary Fig.  2b), the apparent diffusion coefficients were 
determined by fitting theoretically generated fluorescence 
profiles to the measured baseline corrected fluorescence 
profiles. In this study fluorescence profiles were gener-
ated by solving the diffusion equation numerically by the 
Crank–Nicholson algorithm [31], where the separation of 
the temporal points were 30 s and the separation of the spa-
tial points were 12.50339 µm, corresponding to 10 pixels 
in the measurement setup. Using every 10th pixel measure-
ment, substantially reduced the time for the curve fitting 
described below in this section, without compromising the 
quality of the fits. With this algorithm, fluorescence pro-
files for a specified diffusion coefficient were generated 
in a chosen interval of the gel. The upper boundary of that 
interval was set at the interface of gel to receiver solution 
with the condition that the concentration (fluorescence 
intensity) is zero at all-time points, which is consistent 
with the sink condition assumption of the receiver solution. 
The lower boundary of the interval was chosen to avoid 
any irregularities in the recorded fluorescence signal from 
the region around the interface between gel and the donor 
solution. The boundary condition for the lower boundary 
( I

LB
(t) ) used in the numerical solution was constructed in 

the following way. For the first two time intervals between 
the start measurement and the two consecutive measure-
ments, a function according to Eq. 1 was used as a (time 
dependent) boundary condition, where the parameters I

LB,∞ 
and � were obtained by fitting Eq. 1 to the fluorescence 
measured at the two first time points at the lower boundary 
implicitly assuming that the fluorescence is zero at t = 0. 
To reduce noise effects, the intensity values at the lower 
boundary used in the fit was calculated as the average of the 
measured intensity at the lower boundary y-value together 
with the measured intensity for the closest 5 lower and 5 
higher y-values. Using Eq. 1 was done to catch the in gen-
eral concave intensity vs time profile showing up in the time 
interval up to the second time point of measurement. In 
the two remaining time intervals, function determined from 
linear spline was used as lower boundary condition. In some 
cases the experiment showed the intensity vs time profile 
that was linear or slightly convex in the time interval up to 
the time point of the second measurement and in these cases 

the whole I
LB
(t) - profile function was approximated by lin-

ear spline in all time intervals. The time (t) used in Eq. 1 
included the lag time (tlag) from addition of the donor solu-
tion to the chip to the start of imaging in the microscope.

The determination of the apparent diffusion coeffi-
cients was carried out by an in house developed Visual 
basic macro, fitting Crank–Nicholson generated fluores-
cence profiles to the measured fluorescence profiles using 
a Levenberg–Marquardt curvefit algoritm. Fitting was per-
formed in an interval from the above defined lower and 
upper boundaries except for experiments where bounda-
ries were adjusted to avoid fluorescence intensity regions 
regarded as experimental artefacts (exemplified in Sup-
plementary Fig. 4). Out of four extracted time points, two 
were selected based on the requirement that minimal fluo-
rescence intensity should be present at the end of the gel 
closest to the receiver solution. This resulted in the use of 
earlier time points in faster diffusion matrices (e.g. 10 and 
20 min profiles in LMPA gels, Fig. 2b and Supplementary 
Fig. 4a). Additionally, a substantial enough fluorescence 
profile (> 1 mm) was desired for curve fitting, resulting 
in the use of later time points in slower diffusion matri-
ces (e.g. 20 and 30 min profiles in cirrhotic gels, Sup-
plementary Fig. 4b). The fit procedure was regarded as 
converged when the relative difference between the sum 
of squared error from two consecutive iterations was less 
than 0.000001.

Determination of intracellular uptake and apparent 
cell permeability

The average cellular DOX fluorescence intensities for each 
zone were converted to DOX concentrations using calibra-
tion curves (Supplementary Fig. 2b), and plotted over time 
resulting in a linear relationship between concentration and 
time. By linear regression, the intracellular uptake of DOX 
(µM / min) was determined as the slope of the concentra-
tion vs time relation. The obtained intracellular uptake for 
each zone was in turn then plotted over the gel concentration 
for the corresponding zone (µM) at three timepoints (60, 
120 and 180 min) resulting in a linear relationship between 
intracellular uptake and concentration. By linear regres-
sion, the overall transport rate constant of DOX into the cell 
 (kcell,  min−1) was determined as the slope of the intracellular 
uptake vs concentration relation. The apparent cell permea-
bility of DOX  (Pcell, µm/s) was then determined using Eq. 2:

(1)I
LB(t) = I

LB,∞ ⋅

(

1 − e
−�⋅t

)

(2)P
cell

=
k
cell

× V
cell

A
cell

× 60
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where  Vcell and  Acell are the volume and area of the cells 
respectively. Approximating the cells are spherical, the ratio 
 Vcell /  Acell can be simplified to r/3 where r is the cell radius.

Spatio‑temporal tissue concentration modelling

In order to translate our in vitro findings to a clinical sce-
nario a previously published spatio-temporal tissue concen-
tration model (Fig. 6a) was applied [10]. The model was 
built in the PK-Sim modeling software (Open Systems Phar-
macology Suite 8.0, [32]) and was originally based on a 
DOX model by Hanke et al. [33], which was further adapted 
by Kullenberg et al. [23] and Degerstedt et al. [10]. Briefly, 
intracellular and extracellular DOX tumor concentrations at 
10 and 100 µm from the nearest blood vessel were simulated 
following administration of a clinical bolus dose of 50 mg/
m2 and using the in vitro determined apparent DOX diffu-
sion coefficient and apparent cell permeability. All other 
model parameters employed have been previously published 
together with the original spatio-temporal tissue concentra-
tion model file [10].

Statistics

In this study, the arithmetic mean is reported together with 
the standard deviations (SD) unless otherwise stated. The 
determined apparent diffusion coefficients for DOX (Fig. 3) 
in LMPA gel and cirrhotic gel were evaluated by a Shapiro-
Wilks normality test and F-test to compare variances lead-
ing to the choice of an unpaired t-test to determine if the 
observed difference was significant. To evaluate the effect 

of medium choice in cirrhotic gels (PBS vs DMEM) the Sha-
piro-Wilks normality test passed but the F-test to compare 
variances pointed towards statistically different standard 
deviations (SD) and hence an unpaired t test with Welch's 
correction was used. To evaluate the addition of tumor cells 
to the cirrhotic gels the mean for each condition (with cells) 
was compared to the mean of the control condition (no 
cells in DMEM). The non-parametric Kruskal–Wallis with 
Dunn’s multiple comparisons post hoc test was used since 
the Shapiro-Wilks normality test did not pass. The increased 
CV% between LD or HD tumor cells in cirrhotic gels was 
evaluated using an F-test to compare variances for each cell 
line separately. Statistical significance was denoted by one 
star (*) for p ≤ 0.05. All statistical analysis was conducted 
using GraphPad Prism 9.0.0.

Results

DOX gradients were rapidly established in the gel 
reservoirs

The diffusion of DOX was visualized using fluorescence 
microscopy (Fig. 2a), and detectable as well as quantifiable 
fluorescence gradients were generally established across 
the entire gel reservoir (3 mm) within one hour (Fig. 2b). 
Linear calibration curves  (R2 > 0.97) were established in the 
different gel matrices between 1 to 20 µM (Supplementary 
Fig. 2b). The apparent DOX diffusion coefficients were 
determined by curve fitting to the measured fluorescence 
profiles at two different time points (see Fig. 2b for an 

Fig. 2  a Representative examples of DOX fluorescence gradients 
(here shown in green) formed in LMPA gel (PBS) reservoirs at 10, 
20, 30 and 40  min (scale bar; 200  µm). White boxes indicate the 
selected ROI where DOX fluorescence intensity was recorded and 
visualized in profiles exemplified in b. The light gray curve corre-
sponds to the 10 min profile and the black curve to the 40 min pro-

file, blue curves show the fitted fluorescence profiles (see Materials 
and Methods for additional information) at 10 and 20  min in order 
to determine the apparent DOX diffusion coefficient. The blue dotted 
lines correspond to the chosen lower and upper boundary of the gels 
length
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example and Materials and Methods for additional infor-
mation). A selection of fits in different gel matrices are also 
presented in Supplementary Fig. 4.

Biomimetic cirrhotic gels reduce DOX diffusion

Initially, the diffusion of DOX (20 µM) in low melting point 
agarose gels (LMPA, 1% w/v, pH = 7.41) and the biomimetic 
cirrhotic gel (pH = 6.86 ± 0.07), both prepared in PBS, were 
determined and compared. The apparent diffusion coeffi-
cient of DOX (Fig. 3) was significantly lower (p = 0.019) 
in the cirrhotic gel (373 ± 108 µm2/s) as compared to the 
LMPA gel (501 ± 77 µm2/s). Next, to support the subse-
quent addition of human liver tumor cells, the cirrhotic gels 
were prepared using DMEM cell media (pH = 8.61 ± 0.27), 
instead of PBS. This significantly lowered the apparent dif-
fusion coefficient of DOX (Fig. 3) in cirrhotic gels from 
373 ± 108 µm2/s to 256 ± 30 µm2/s (p = 0.028).

Tumor cells did not influence DOX diffusion 
in cirrhotic gels

In an effort to model cirrhotic liver tissue and early stage 
HCC, biomimetic cirrhotic gels containing human liver 
tumor cells (Huh7 and HepG2) were prepared. The addition 
of a low density (LD) of Huh7 cells or LD HepG2 cells pro-
vided apparent DOX diffusion coefficients of 168 ± 16 and 
310 ± 13 µm2/s, respectively. When a high density (HD) of 
Huh7 or HepG2 cells was employed the variability in DOX 
diffusion significantly increased, with CV increasing from 9 
to 41% (p = 0.014) and 4% to 23% (p = 0.017), respectively. 
None of the observed effects of the added cells on DOX 
diffusion in the media were statistically significant when 
compared to the same gel matrix without cells.

Liver tumor cells distribution throughout the gel 
reservoirs

To visualize the distribution of HepG2 cells in the gel res-
ervoirs, the live nuclear fluorescent stain NucBlue was 
diluted in the DMEM cell media used to prepare the cir-
rhotic gels. Mixing 1 million or 2 million HepG2 cells per 
mL of cell media in the cirrhotic gels resulted in the detec-
tion of 139 ± 19 or 321 ± 65 tumor cell nuclei/gel reservoir, 
respectively (Fig. 4a). The HepG2 cell radius was deter-
mined to be approximately 9.9 ± 0.7 µm from the images 
in these experiments and was later employed in the spatio-
temporal tissue concentration model. The image analysis 
also determined the unique y-position in the gel for each 
detected nuclei, which allowed us to visualize the cell distri-
bution (Fig. 4b) and extract cellular fluorescence intensities 
over time (Fig. 5).

Intracellular uptake of DOX and apparent cell 
permeability

In order to facilitate further analysis, the cell nuclei y-posi-
tions in the gels were grouped in zones of 250 µm (Fig. 5a). 
Single cell analysis in the gel zone closest to the DOX 
donor solution (0–250 µm) revealed a distinct reduction of 
NucBlue fluorescence as the DOX concentration gradient 
was established over time (Fig. 5b). A profile plot of fluo-
rescence under the line, which included gel upstream and 
downstream of a cell of interest demonstrated a clear enrich-
ment of DOX signal in the cell nuclei, but no detectable 
depletion of the DOX signal downstream of the cell, rela-
tive to the DOX signal upstream of the cell (Fig. 5c). When 
looking across the entire 0–250 µm zone the relative cel-
lular intensities of NucBlue were reduced to approximately 
50%, meanwhile the relative cellular intensities of DOX had 
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Fig. 3  Scatterplot with mean values (horizontal line) for the deter-
mined apparent diffusion coefficients (µm2/s) of DOX in low-melting 
point agarose gels in PBS (LMPA, n = 8), cirrhotic gels containing no 
cells in PBS (n = 7) or no cells in DMEM cell media (n = 6) or in cir-
rhotic gels in DMEM cell media mixed with Huh7 or HepG2 cells 
(all n = 4). Low density (LD) and high density (HD) corresponds to 
one million and two million tumor cells per mL of cell media, respec-
tively. An unpaired t-test for LMPA gel and Cirrhotic gel resulted in 
a p = 0.019 (*) and an unpaired t test with Welch's correction for Cir-
rhotic gel (PBS) and Cirrhotic gel (DMEM) resulted in a p = 0.028 (*)
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increased by up to 2000% after 180 min for the cells in the 
zone closest to the donor solution (Fig. 5d).

The mean cellular DOX fluorescence intensities in 
each zone were converted to DOX concentrations using 
calibration curves (Supplementary Fig. 2b) and then plot-
ted over time to determine intracellular uptake rate of 
DOX (µM / min) in each zone of the gel. In experiments 
with the high density of HepG2 cells, the uptake rate of 
DOX ranged from 0.22 µM/min in the 0 – 250 µm zone 
to 0.03 µM / min in the 1750 – 2000 µm zone. Expressing 
this relative to the available DOX concentration in the gel 
for each zone at three time points (60, 120 and 180 min) 
resulted in an overall transport rate constant for DOX  (kcell) 
of 0.0163 ± 0.001  min−1 and consequently an apparent cell 
permeability  (Pcell) of 9.00 ± 0.74 ×  10–4 µm/s. The lower 
density of HepG2 cells resulted in slightly higher maximum 
cellular uptake rate (0.29 µM/min in zone 0 – 250 µm), even 
if the  kcell and  Pcell were lower, with 0.0120 ± 0.002  min−1 
and 6.49 ± 1.25 ×  10–4 µm/s, respectively.

Translation of in vitro findings to a clinical scenario 
using modelling

The in vitro findings were finally used as input parameters 
in our previously published spatio-temporal tissue concen-
tration model [10] to demonstrate a valuable translation of 
experimental in vitro data to a clinical scenario (Fig. 6). 
Extracellular and intracellular tumor concentration–time 
profiles following a 50 mg/m2 DOX intravenous bolus 
injection, were simulated using the model (Fig. 6b–c). 
The distances of 10 and 100 µm were selected based on 
the fact that that most tumor cells are only a few cell diam-
eters away from the nearest blood vessel but also have been 
shown to be 100 µm or further away from blood vessels 

(illustrated in Fig. 6a) [6, 34]. Initially, simulations using 
the apparent DOX diffusion coefficient determined for cir-
rhotic gels with a high density (two million cells/mL cell 
media) of HepG2 tumor cells was used (328 ± 74 µm2/s, 
Fig. 6b) together with the previously published in silico 
generated  Pcell (220 ×  10–4 µm/s) [10, 33]. This led to a 
negligible difference between the DOX concentration–time 
profiles at 10 and 100 µm into the tumor, highlighting 
the central role of the extracellular matrix in modulating 
DOX penetration deeper into the tumor. Next, the effect 
of cell permeability was evaluated by applying the  Pcell 
value determined for a high density of HepG2 tumor 
cells (9.00 ± 0.74 ×  10–4 µm/s, Fig. 6c). This reduced the 
observed tumor intracellular DOX concentrations by a fac-
tor ten (from approximately 5 to 0.5 µM).

Discussion

In this study, an easy-to-use chip was cast from a reusable 
mold that was produced using 3D-printing. The chip ena-
bled fluorescence-based visualization and quantification 
of doxorubicin (DOX) diffusion in biomimetic tumor cell-
laden hydrogels formulated to model cirrhotic liver tissue 
and early stage HCC. Biomimetic hydrogels can exhibit 
extensive background absorbance when using UV-based 
imaging techniques, making the quantitative study of drug 
diffusion from solution to gel challenging [10, 35]. In addi-
tion, extended UV-light exposure may be detrimental for the 
drug and the hydrogels as well as any added human cells [10, 
36]. By using a fluorescence-based technique and develop-
ing a miniaturized drug diffusion and cellular uptake chip, 
these limitations were mitigated. The relatively simple oper-
ation of the chip, avoiding the need for pumps, tubing, flow 
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Fig. 5  a Grayscale images from a representative drug diffusion and 
cellular uptake experiment highlighting the gel zones in the gel res-
ervoirs and DOX fluorescence gradient formation over time. b DOX 
uptake and corresponding NucBlue reduction in representative cell 
images and c the corresponding quantifications of fluorescence inten-

sities along a profile line. d Relative cellular fluorescence intensities 
(from n = 4 gels, mean ± SD) of NucBlue (blue) and DOX (green) 
in a high density of HepG2 tumor cells (2 million cells / mL of cell 
media) in cirrhotic gels at 0 and 180 min

Fig. 6  a Illustration of the employed spatio-temporal tissue con-
centration model used to simulate intracellular (red) and extra-
cellular (black) DOX concentration–time curves b, c  at 10 and 
100 µm from the nearest blood vessel after an intravenous bolus 
dose of 50 mg/m2. The simulations were generated using apparent 

DOX diffusion coefficients corresponding to those determined 
for the cirrhotic gel with a high density of HepG2 cells. In c the 
apparent cell permeability of DOX determined for a high density 
of HepG2 cells in a cirrhotic gel was utilized
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control and repeated pipetting was an advantage when work-
ing with a toxic, highly potent and material-adsorbing drug 
such as the cytotoxic DOX [37]. Notably, the chip may also 
be employed to investigate diffusion and gradient formation 
of other molecules with inherent or labelled fluorescence. 
It could therefore be applied to assess diffusion and uptake 
characteristics of other drugs designed for locoregional 
treatments of solid tumors in other organs, such as prostate, 
bladder or ovarian cancers [38–40]. Lower concentration 
LMPA gels (0.5% w/v) as well as gel preparations without 
fibrinogen were also evaluated in the chip, but displayed 
inadequate gelation properties and subsequently increased 
the risk of acceptor or donor solutions flushing through the 
gel reservoirs upon addition to the solution reservoirs (data 
not shown).

The lower apparent diffusion coefficient for DOX in 
cirrhotic gels (373 ± 108 µm2/s) compared to LMPA gels 
(501 ± 77 µm2/s) was in line with our previous findings 
(Fig. 3). Fibrin gels (30 mg/mL) and 1% LMPA gels have 
reported mesh sizes of approximately 50 nm and 600 nm, 
respectively, which suggests size-exclusion effects may 
contribute to the lower DOX diffusion in cirrhotic gels [41, 
42]. However, for molecules below the mesh size, such as 
DOX monomers (diameter ≈1.5 nm [10]), electrostatic 
interactions have been suggested as the main determinant 
of diffusion in the ECM as well as in biological hydrogels 
[43–45]. At the physiological pH employed in these gels, 
pH = 7.41 in LMPA gels and 6.86 ± 0.07 in cirrhotic gels, 
DOX is expected to be positively charged (primary amine 
pKa between 8 and 9) [10, 46–48]. Even if the net charge of 
collagen gels at physiological pH was proposed to be zero 
[49], there may be pockets of negatively charged residues in 
the cirrhotic gels that can interact with the positive charge on 
DOX to slow down diffusion through the biomimetic ECM.

The larger magnitude (approximately factor 2) of the 
apparent DOX diffusion coefficients in this study compared 
to our previous results was somewhat surprising [10]. We 
considered a number of explanations for this apparent dis-
parity, including that the temperature in the fluorescence 
microscope incubator (37 °C, Supplementary Fig. 1b) was 
higher than that in the UV-imaging instrument (ca. 30 °C) in 
which the previous experiments were performed. According 
to the Stokes–Einstein equation, the predicted free diffusion 
in water for a molecule should increase by 18% by increasing 
the temperature from 30 °C to 37 °C (from 362 µm2/s to 427 
µm2/s for doxorubicin specifically). Additionally, studying 
diffusion from a gel to a solution [10] or to a gel from a solu-
tion (as described here) may play a part since DOX retention 
in the gel may be higher than in the aqueous solution, which 
would then reduce the diffusion. Finally, the lower DOX 
concentration employed (20 µM here in contrast to 1000 µM 
previously) may also impact diffusion. DOX is amphiphilic 
and self-associate trough one or more hydrogen bonds at 

around 1000 µM [50]. Therefore a lower drug concentration 
in solution should result in a larger fraction of monomeric 
DOX available to diffuse, and accordingly a higher observed 
diffusion rate. The 20 µM DOX donor concentration also 
provides more clinically reasonable drug concentration gra-
dients (1–20 µM) in the chips gel reservoir. In a clinical 
context, the local (vena cava) and systemic  Cmax for DOX 
was reported to be 2.21 and 1.77 µM respectively, following 
a 50 mg dose of DOX in a lipiodol-based emulsion to HCC 
patients (via conventional TACE) [51].

The apparent diffusion coefficient of DOX was further 
lowered (Fig. 3) when the gel medium was changed from 
PBS (373 ± 108 µm2/s) to DMEM cell media (256 ± 30 
µm2/s), which was necessary to support the tumor cells 
that were subsequently added. The cell media contained 
10% fetal bovine serum, which contains albumin that binds 
DOX and subsequently leads to a lower free drug concen-
tration available for diffusion. The plasma protein bind-
ing of DOX in vivo has been found to be in the range of 
74–82% [52]. This was also in line with previous in vitro 
reports where the diffusion rate of DOX was reduced by 
17% when increasing the amounts of fetal bovine serum 
(from 5 to 50%) in cell media [53]. Additionally, using 
DMEM cell media instead of PBS to prepare the cir-
rhotic gels resulted in a pH increase from 6.86 ± 0.07 to 
8.61 ± 0.27 which will result in a lower degree of charged 
DOX monomers in these gels. In this study we observed 
a clear trend towards a reduction of the apparent DOX 
diffusion coefficients as the total protein concentration 
in the gels increases, which is also in line with a previ-
ously described interaction filtering mechanism [43, 45]. 
Interestingly, the addition of two different types of liver 
tumor cells (Huh7 and HepG2), at two different densities, 
to the cirrhotic gels had no significant effect on the deter-
mined apparent diffusion coefficients (Fig. 3). Tortuos-
ity is a concept used to describe the increased effective 
path length that molecules diffusing through an extracel-
lular matrix between tumor cells will encounter [54, 55]. 
Ramanujan et al. used tortuosity to explain the observed 
difference between their obtained diffusion coefficients in 
collagen gels compared to those measured in mouse xeno-
graft tumors [54]. Additionally, the fraction of a tumor 
accounted for by the extracellular space has been reported 
to range from 20 to 60% [56, 57]. In this study, the frac-
tion of extracellular space in the gels was > 90%, which 
led us to conclude that this relatively low density of tumor 
cells present in the gel could not influence the diffusion 
of DOX. The spatio-temporal tissue concentration model 
(Fig. 6a) employed a value of 40% for the extracellular 
space fraction of the tumor. Based on the in vitro deter-
mined apparent DOX diffusion coefficients, the performed 
simulations suggested that negligible concentration dif-
ferences would be observed at 10 and 100 µm from the 
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nearest blood vessel, both in the tumors intracellular and 
extracellular locations (Fig. 6b). Although few reports in 
humans exist, Lankelma et al. observed a dramatic reduc-
tion in the DOX signal in the first 100 µm from the nearest 
blood vessel, when analyzing biopsies from breast cancer 
patients 2 h after IV dosing [58]. Studies in rodents are 
more common, where for example Patel et al. reported a 
reduced DOX signal to 40% at 100 µm from the nearest 
blood vessel (set at 100%) only 10 min after IV dosing in 
tumor bearing mice [59]. Based on the simulations in this 
study the DOX diffusion would need to be reduced by an 
additional factor of 25 to create a more distinct concentra-
tion gradient across the tumor tissue consistent with these 
in vivo observations.

In all diffusion and cellular uptake experiments, a quanti-
fiable DOX concentration gradient (1-20 µM) across the gel 
was established within one hour. This allowed us to exam-
ine the effect of the concentration gradient on the human 
liver tumor cells for the remaining experimental time (in 
total three hours). The concentration gradient resulted in 
higher relative cellular DOX intensities for the cells located 
closer to the donor reservoir (> 2000%). During the same 
time, the NucBlue cellular intensities decreased by 50% in 
the same zone (Fig. 5d). This was in line with a previous 
report by Hovorka et al. where the decreasing H33342 signal 
was used to indirectly determine the intracellular uptake of 
DOX [27]. Similarly, Matsuba et al. studied the association 
of MS-247 (then a novel anticancer agent) with the minor 
groove of DNA by measuring the reduction in fluorescence 
intensity of H33342 in both cell-free and cellular assays 
[60]. Our findings therefore suggest that DOX is rapidly 
internalized in the cells, where it competes with NucBlue 
for DNA binding, and likely displaces it. NucBlue, which 
is a type of Hoechst dye, has a reported binding affinity to 
DNA of 1 – 10 nM and a molecular mass (M) of 452.6 g/mol 
[61], while the reported binding affinity to DNA for DOX 
(M = 543.5 g/mol) is in the range of 200 – 2000 nM [62, 63].

To assess this further we determined intracellular uptake 
rates (µM / min) based on the average cellular DOX concen-
trations. As expected the intracellular uptake rate was higher 
for cells closer to the donor solution (0.22 µM / min), e.g. 
in gel zones with higher extracellular drug concentrations. 
There was a slight effect of cell density such that a lower 
density of HepG2 cells resulted in higher maximum uptake 
(0.29 µM / min). This is in line with studies by Kobayashi 
et al. where the effect of reducing cytotoxicity by increas-
ing tumor cell density (called the inoculum effect) was 
investigated in detail [64]. There,  106 MOLT-3 tumor cells 
exhibited higher cellular content of DOX (pmol/106 cells) 
than  108 cells after a one hour exposure to approximately 
2 µM of DOX. Here, the single cell analysis (Fig. 5b, c) sug-
gests that while clearly internalizing DOX, its fluorescence 
immediately upstream and downstream of a cell are similar, 

indicating that the cells do not detectably deplete it from 
their surroundings. This further strengthens the theory that 
a substantially increased cell density would be required to 
further study any inoculum or tortuosity effects in this assay.

The determined apparent cell permeability of DOX in 
HepG2 cells was similar between experiments with low 
and high cell densities, 6.49 ± 1.25 ×  10–4 µm/s compared to 
9.00 ± 0.74 ×  10–4 µm/s. In comparison, the cell permeability 
of DOX from a 10 µM solution flowing through a cylindri-
cal microvessel coated with a MDCK cell monolayer was 
reported to be 32 ± 23 ×  10–4 µm/s [65]. Since the apparent 
cell permeability determined here relies on DOX fluores-
cence signals in the tumor cell nuclei there are some impor-
tant limitations worth scrutinizing. Firstly, we assume that 
the fluorescence signals completely originate from DOX and 
not potential degradation products that have been reported 
previously [25, 27]. Next, in this study, the overall intracel-
lular DOX fluorescence signal was clearly enhanced over 
time (Fig. 5). This distinct intracellular uptake of DOX has 
been observed for both Huh7 and HepG2 cells previously 
in a 2D cell model, but then quantified by LC–MS [23]. 
However, binding to DNA is expected to quench the DOX 
fluorescence signal [25, 66], therefore the overall cellular 
signal enhancement observed in this study is most likely 
due to a combination of nucleus specific accumulation of 
the DOX monomer as well as unintended DOX binding to 
other cellular components. Similar signal magnification 
was observed by Chen et al. where the DOX fluorescence 
increased in the nuclei of HeLa cells by a factor of 20 over 
approximately 2 h when using fluorescence lifetime imaging 
[67]. The molecular self-quenching effects observed in this 
study are also consistent with the literature, as we observe 
a deviation from linearity between fluorescence and DOX 
concentration at around 25 µM (Supplementary Fig. 2a), a 
level, which was reached by the tumor cells closest to the 
donor solution within 90 min. This all suggests that we are 
more likely to underestimate rather than overestimate the 
determined DOX apparent cell permeability. When simu-
lating DOX tumor concentrations using the in vitro deter-
mined apparent cell permeability a sharp decrease (from 
approximately 5 to 0.5 µM) of intracellular concentration 
was observed (Fig. 6b, c). In addition, we aimed to investi-
gate the viability of liver tumor cells resulting from exposure 
to a DOX concentration gradient over time, to determine a 
cut off value for a “lethal concentration” for each cell type. 
However, as DOX fluorescence unfortunately interfered with 
both the conventional staining propidium iodide as well as 
the more far-red staining NucRed Dead 647, it made cell 
death studies using these stains technically impossible.

In conclusion, the combined diffusion and cellular 
uptake chip model developed here allowed for formation 
of a clinically relevant and quantifiable DOX concentra-
tion gradient (1-20 µM) within one hour in biomimetic 
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gels with or without tumor cells. The early parts of each 
experiment, when the concentration gradient was under 
establishment, were used to study the drug diffusion 
process meanwhile the latter parts allowed for investiga-
tions into the intracellular uptake rate of DOX. Future 
applications for this model will be to evaluate other (less 
fluorescent) anticancer drugs coupled with live/dead and 
early apoptosis marker staining as well as study differ-
ent biomimetic gels with higher tumor cell densities. 
Additionally, theoretical models will be established to 
better understand and translate the contribution of tis-
sue drug diffusion and resistance mechanisms to the rate 
and extent of drug response in tumor tissues as well as in 
other complex and dynamic diseases. The combination 
of tumor cell uptake and in silico modelling will be an 
important tool to develop dose planning strategies for 
locoregional therapies, such as TACE in HCC, that aim to 
avoid strategies resulting in tumor tissue areas with sub-
therapeutic drug exposure. For instance, such in vitro and 
in silico models are planned to be used in an on-going 
phase II study in patients with HCC as it is expected to 
improve the understanding of interactions between local 
pharmacology, tumor targeting, HCC pathophysiology, 
hypoxia, metabolomics and molecular mechanisms of 
drug resistance [68].

Supplementary Information The online version contains supplemen-
tary material available at https:// doi. org/ 10. 1007/ s13346- 023- 01445-1.

Acknowledgements Fredrik Kullenberg is acknowledged for fruitful 
office discussions regarding method development, ImageJ macros 
and statistical analysis. Anton Norberg is acknowledged for his help 
with evaluating an alternative commercial device as well as addi-
tional experimental work as part of SOFOSKO (Summer Research 
School). 3D printing was performed at U-PRINT: Uppsala Univer-
sity’s 3D-printing facility at the Disciplinary Domain of Medicine 
and Pharmacy.

Authors contributions Conceptualization: Oliver Degerstedt, Paul 
O’Callaghan, Erik Sjögren, Femke Heindryckx, Johan Kreuger, Hans 
Lennernäs; Project administration: Oliver Degerstedt; Investigation: 
Oliver Degerstedt; Methodology: Oliver Degerstedt, Paul O`Callaghan, 
Ada Lerma Clavero, Olle Eriksson, Johan Gråsjö, Per Hansson; 
Formal analysis: Oliver Degerstedt, Johan Gråsjö; Visualization: 
Oliver Degerstedt, Paul O`Callaghan, Olle Eriksson; Writing – 
original draft: Oliver Degerstedt, Ada Lerma Clavero, Johan Gråsjö; 
Writing – review & editing: Oliver Degerstedt, Paul O’Callaghan, 
Johan Gråsjö. Erik Sjögren, Per Hansson, Femke Heindryckx, Johan 
Kreuger, Hans Lennernäs; Supervision: Erik Sjögren, Per Hansson, 
Femke Heindryckx, Johan Kreuger, Hans Lennernäs; Funding: Femke 
Heindryckx, Johan Kreuger, Hans Lennernäs.

Funding Open access funding provided by Uppsala University. This 
work was supported by grants to Hans Lennernäs from the Swed-
ish Cancer Society (Cancerfonden, grant number CAN2018/602) 
and the Swedish Research Council (Vetenskapsrådet, grant numbers 
2018-03301 and 2020-02367) and by grants to Johan Kreuger from 
the Swedish Cancer Society (Cancerfonden, grant number 20 1285 
PjF) and by Sweden’s Innovation Agency VINNOVA (grant number 
2019-00029).

Availability of data and materials The datasets generated and analyzed 
during the current study are available from the corresponding author 
on reasonable request.

Declarations 

Ethics approval and consent to participate This study did not require 
ethics approval. In addition, only commercially available cell lines were 
included in the study.

Consent for publication All authors declare that they have read the final 
version of the manuscript and have agreed to its submission for publication.

Competing interests The authors have no relevant financial or non-
financial interests to disclose.

Open Access This article is licensed under a Creative Commons Attri-
bution 4.0 International License, which permits use, sharing, adapta-
tion, distribution and reproduction in any medium or format, as long 
as you give appropriate credit to the original author(s) and the source, 
provide a link to the Creative Commons licence, and indicate if changes 
were made. The images or other third party material in this article are 
included in the article’s Creative Commons licence, unless indicated 
otherwise in a credit line to the material. If material is not included in 
the article’s Creative Commons licence and your intended use is not 
permitted by statutory regulation or exceeds the permitted use, you will 
need to obtain permission directly from the copyright holder. To view a 
copy of this licence, visit http://creativecommons.org/licenses/by/4.0/.

References

 1. Liu X, Fang J, Huang S, Wu X, Xie X, Wang J, Liu F, Zhang 
M, Peng Z, Hu N. Tumor-on-a-chip: from bioinspired design to 
biomedical application. Microsyst Nanoeng. 2021;7:1–23. https:// 
doi. org/ 10. 1038/ s41378- 021- 00277-8.

 2. Wang YI, Carmona C, Hickman JJ, Shuler ML. Multiorgan 
Microphysiological Systems for Drug Development: Strategies, 
Advances, and Challenges. Adv Healthc Mater. 2018;7:1701000. 
https:// doi. org/ 10. 1002/ adhm. 20170 1000.

 3. Nia HT, Munn LL, Jain RK. Physical traits of cancer. Science. 
2020. https:// doi. org/ 10. 1126/ scien ce. aaz08 68.

 4. Walsh CL, Babin BM, Kasinskas RW, Foster JA, McGarry MJ, 
Forbes NS. A multipurpose microfluidic device designed to mimic 
microenvironment gradients and develop targeted cancer therapeu-
tics. Lab Chip. 2009;9:545–54. https:// doi. org/ 10. 1039/ B8105 71E.

 5. Fatsis-Kavalopoulos N, Roemhild R, Tang P-C, Kreuger J,  
Andersson DI. CombiANT: Antibiotic interaction testing made easy. 
PLoS Biol. 2020;18:e3000856. https:// doi. org/ 10. 1371/ journ al.  
pbio. 30008 56.

 6. Minchinton AI, Tannock IF. Drug penetration in solid tumours. 
Nat Rev Cancer. 2006;6:583–92. https:// doi. org/ 10. 1038/ nrc18 93.

 7. Dewhirst MW, Secomb TW. Transport of drugs from blood ves-
sels to tumour tissue. Nat Rev Cancer. 2017;17:738–50. https:// 
doi. org/ 10. 1038/ nrc. 2017. 93.

 8. Abyaneh HS, Regenold M, McKee TD, Allen C, Gauthier MA. 
Towards extracellular matrix normalization for improved treat-
ment of solid tumors. Theranostics. 2020;10:1960–80. https:// doi. 
org/ 10. 7150/ thno. 39995.

 9. Au JL-S, Abbiati RA, Wientjes MG, Lu Z. Target Site Delivery 
and Residence of Nanomedicines: Application of Quantitative 
Systems Pharmacology. Pharmacol Rev. 2019;71:157–69. https:// 
doi. org/ 10. 1124/ pr. 118. 016816.

https://doi.org/10.1007/s13346-023-01445-1
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1038/s41378-021-00277-8
https://doi.org/10.1038/s41378-021-00277-8
https://doi.org/10.1002/adhm.201701000
https://doi.org/10.1126/science.aaz0868
https://doi.org/10.1039/B810571E
https://doi.org/10.1371/journal.pbio.3000856
https://doi.org/10.1371/journal.pbio.3000856
https://doi.org/10.1038/nrc1893
https://doi.org/10.1038/nrc.2017.93
https://doi.org/10.1038/nrc.2017.93
https://doi.org/10.7150/thno.39995
https://doi.org/10.7150/thno.39995
https://doi.org/10.1124/pr.118.016816
https://doi.org/10.1124/pr.118.016816


Drug Delivery and Translational Research 

1 3

 10. Degerstedt O, Gråsjö J, Norberg A, Sjögren E, Hansson P, Lennernäs 
H. Drug diffusion in biomimetic hydrogels: importance for drug 
transport and delivery in non-vascular tumor tissue. Eur J Pharm 
Sci. 2022;172:106150. https:// doi. org/ 10. 1016/j. ejps. 2022. 106150.

 11. Sirianni RW, Kremer J, Guler I, Chen Y-L, Keeley FW, Saltzman 
WM. Effect of Extracellular Matrix Elements on the Transport of 
Paclitaxel through an Arterial Wall Tissue Mimic. Biomacromol. 
2008;9:2792–8. https:// doi. org/ 10. 1021/ bm800 571s.

 12. Slade AL, Cremers AE, Thomas HC. The Obstruction Effect in the 
Self-Diffusion Coefficients of Sodium and Cesium in Agar Gels. J 
Phys Chem. 1966;70:2840–4. https:// doi. org/ 10. 1021/ j1008 81a020.

 13. Llovet JM, Kelley RK, Villanueva A, Singal AG, Pikarsky E, 
Roayaie S, Lencioni R, Koike K, Zucman-Rossi J, Finn RS. Hepa-
tocellular carcinoma. Nat Rev Dis Primers. 2021;7:1–28. https:// 
doi. org/ 10. 1038/ s41572- 020- 00240-3.

 14. Calitz C, Pavlović N, Rosenquist J, Zagami C, Samanta A, 
Heindryckx F. A Biomimetic Model for Liver Cancer to Study 
Tumor-Stroma Interactions in a 3D Environment with Tunable 
Bio-Physical Properties. JoVE (J Vis Exp). 2020;e61606. https:// 
doi. org/ 10. 3791/ 61606.

 15. Calitz C, Rosenquist J, Degerstedt O, Khaled J, Kopsida M, 
Fryknäs M, Lennernäs H, Samanta A, Heindryckx F. Influence 
of extracellular matrix composition on tumour cell behaviour in a 
biomimetic in vitro model for hepatocellular carcinoma. Sci Rep. 
2023;13:748. https:// doi. org/ 10. 1038/ s41598- 023- 27997-3.

 16. Edwardson DW, Narendrula R, Chewchuk S, Mispel-Beyer 
K, Mapletoft JPJ, Parissenti AM. Role of Drug Metabolism 
in the Cytotoxicity and Clinical Efficacy of Anthracyclines. 
Curr Drug Metab. 2015;16:412–26. https:// doi. org/ 10. 2174/ 
13892 00216 88815 09151 12039.

 17. Gewirtz D. A critical evaluation of the mechanisms of action pro-
posed for the antitumor effects of the anthracycline antibiotics 
adriamycin and daunorubicin. Biochem Pharmacol. 1999;57:727–
41. https:// doi. org/ 10. 1016/ S0006- 2952(98) 00307-4.

 18. Marinello J, Delcuratolo M, Capranico G. Anthracyclines as 
Topoisomerase II Poisons: From Early Studies to New Perspec-
tives. Int J Mol Sci. 2018;19:3480. https:// doi. org/ 10. 3390/ 
ijms1 91134 80.

 19. Thorn CF, Oshiro C, Marsh S, Hernandez-Boussard T, McLeod H, 
Klein TE, Altman RB. Doxorubicin pathways: pharmacodynam-
ics and adverse effects. Pharmacogenet Genom. 2011;21:440–6. 
https:// doi. org/ 10. 1097/ FPC. 0b013 e3283 3ffb56.

 20. Dahlgren D, Sjöblom M, Hellström PM, Lennernäs H. Chem-
otherapeutics-Induced Intestinal Mucositis: Pathophysiology 
and Potential Treatment Strategies. Front Pharmacol. 2021;12. 
https:// www. front iersin. org/ artic les/ 10. 3389/ fphar. 2021. 681417. 
Accessed 14 Sep 2023.

 21. Sougiannis AT, VanderVeen BN, Davis JM, Fan D, Murphy EA. 
Understanding chemotherapy-induced intestinal mucositis and 
strategies to improve gut resilience. Am J Physiol Gastrointest 
Liver Physiol. 2021;320:G712–9. https:// doi. org/ 10. 1152/ ajpgi. 
00380. 2020.

 22. Ebeling Barbier C, Heindryckx F, Lennernäs H. Limitations and 
Possibilities of Transarterial Chemotherapeutic Treatment of 
Hepatocellular Carcinoma. Int J Mol Sci. 2021;22:13051. https:// 
doi. org/ 10. 3390/ ijms2 22313 051.

 23. Kullenberg F, Degerstedt O, Calitz C, Pavlović N, Balgoma D, 
Gråsjö J, Sjögren E, Hedeland M, Heindryckx F, Lennernäs H. 
In Vitro Cell Toxicity and Intracellular Uptake of Doxorubicin 
Exposed as a Solution or Liposomes: Implications for Treatment 
of Hepatocellular Carcinoma. Cells. 2021;10:1717. https:// doi. 
org/ 10. 3390/ cells 10071 717.

 24. Kauffman MK, Kauffman ME, Zhu H, Jia Z, Li YR. Fluores-
cence-Based Assays for Measuring Doxorubicin in Biological 
Systems. React Oxyg Species (Apex). 2016;2:432–39. https:// 
doi. org/ 10. 20455/ ros. 2016. 873.

 25. Mohan P, Rapoport N. Doxorubicin as a Molecular Nanothera-
nostic Agent: Effect of Doxorubicin Encapsulation in Micelles or 
Nanoemulsions on the Ultrasound-Mediated Intracellular Delivery 
and Nuclear Trafficking. Mol Pharmaceutics. 2010;7:1959–73. 
https:// doi. org/ 10. 1021/ mp100 269f.

 26. Karukstis KK, Thompson EHZ, Whiles JA, Rosenfeld RJ. Deci-
phering the fluorescence signature of daunomycin and doxoru-
bicin. Biophys Chem. 1998;73:249–63. https:// doi. org/ 10. 1016/ 
S0301- 4622(98) 00150-1.

 27. Hovorka O, Šubr V, Větvička D, Kovář L, Strohalm J, Strohalm 
M, Benda A, Hof M, Ulbrich K, Říhová B. Spectral analysis of 
doxorubicin accumulation and the indirect quantification of its 
DNA intercalation. Eur J Pharm Biopharm. 2010;76:514–24. 
https:// doi. org/ 10. 1016/j. ejpb. 2010. 07. 008.

 28. Hernández Vera R, O’Callaghan P, Fatsis-Kavalopoulos N, 
Kreuger J. Modular microfluidic systems cast from 3D-printed 
molds for imaging leukocyte adherence to differentially treated 
endothelial cultures. Sci Rep. 2019;9:11321. https:// doi. org/ 10. 
1038/ s41598- 019- 47475-z.

 29. Schindelin J, Arganda-Carreras I, Frise E, Kaynig V, Longair M, 
Pietzsch T, Preibisch S, Rueden C, Saalfeld S, Schmid B, Tinevez 
J-Y, White DJ, Hartenstein V, Eliceiri K, Tomancak P, Cardona A. 
Fiji: an open-source platform for biological-image analysis. Nat 
Methods. 2012;9:676–82. https:// doi. org/ 10. 1038/ nmeth. 2019.

 30. Stack Profile Data macro. (n.d.). https:// imagej. nih. gov/ ij/ macros/ 
Stack Profi leData. txt. Accessed 14 Apr 2022.

 31. Crank J. The mathematics of diffusion. Clarendon Press; 1975.
 32. O.S.P. Community, Open Systems Pharmacology. (n.d.). https:// 

www. open- syste ms- pharm acolo gy. org/. Accessed 8 Feb 2023.
 33. Hanke N, Teifel M, Moj D, Wojtyniak J-G, Britz H, Aicher B, 

Sindermann H, Ammer N, Lehr T. A physiologically based phar-
macokinetic (PBPK) parent-metabolite model of the chemother-
apeutic zoptarelin doxorubicin—integration of in vitro results, 
Phase I and Phase II data and model application for drug–drug 
interaction potential analysis. Cancer Chemother Pharmacol. 
2018;81:291–304. https:// doi. org/ 10. 1007/ s00280- 017- 3495-2.

 34. Thomlinson RH, Gray LH. The Histological Structure of Some 
Human Lung Cancers and the Possible Implications for Radio-
therapy. Br J Cancer. 1955;9:539–49. https:// doi. org/ 10. 1038/ bjc. 
1955. 55.

 35. Bock F, Bøtker JP, Larsen SW, Lu X, Østergaard J. Methodologi-
cal Considerations in Development of UV Imaging for Charac-
terization of Intra-Tumoral Injectables Using cAMP as a Model 
Substance. Int J Mol Sci. 2022;23:3599. https:// doi. org/ 10. 3390/ 
ijms2 30735 99.

 36. Jariashvili K, Madhan B, Brodsky B, Kuchava A, Namicheishvili 
L, Metreveli N. UV Damage of Collagen: Insights from Model 
Collagen Peptides. Biopolymers. 2012;97:189–98. https:// doi. org/ 
10. 1002/ bip. 21725.

 37. Tomlinson E, Malspeis L. Concomitant adsorption and stability 
of some anthracycline antibiotics. J Pharm Sci. 1982;71:1121–5. 
https:// doi. org/ 10. 1002/ jps. 26007 11011.

 38. Sjögren E, Tammela TL, Lennernäs B, Taari K, Isotalo T, 
Malmsten L-Å, Axén N, Lennernäs H. Pharmacokinetics of 
an Injectable Modified-Release 2-Hydroxyflutamide Formu-
lation in the Human Prostate Gland Using a Semiphysiologi-
cally Based Biopharmaceutical Model. Mol Pharmaceutics. 
2014;11:3097–111. https:// doi. org/ 10. 1021/ mp500 2813.

 39. Ho EA, Soo PL, Allen C, Piquette-Miller M. Impact of intraperi-
toneal, sustained delivery of paclitaxel on the expression of P-gly-
coprotein in ovarian tumors. J Control Release. 2007;117:20–7. 
https:// doi. org/ 10. 1016/j. jconr el. 2006. 10. 007.

 40. Maulhardt H, Verco S, Baltezor M, Marin A, diZerega G. 
Local administration of large surface area microparticle doc-
etaxel to solid carcinomas induces direct cytotoxicity and 
immune-mediated tumoricidal effects: preclinical and clinical 

https://doi.org/10.1016/j.ejps.2022.106150
https://doi.org/10.1021/bm800571s
https://doi.org/10.1021/j100881a020
https://doi.org/10.1038/s41572-020-00240-3
https://doi.org/10.1038/s41572-020-00240-3
https://doi.org/10.3791/61606
https://doi.org/10.3791/61606
https://doi.org/10.1038/s41598-023-27997-3
https://doi.org/10.2174/1389200216888150915112039
https://doi.org/10.2174/1389200216888150915112039
https://doi.org/10.1016/S0006-2952(98)00307-4
https://doi.org/10.3390/ijms19113480
https://doi.org/10.3390/ijms19113480
https://doi.org/10.1097/FPC.0b013e32833ffb56
https://www.frontiersin.org/articles/10.3389/fphar.2021.681417
https://doi.org/10.1152/ajpgi.00380.2020
https://doi.org/10.1152/ajpgi.00380.2020
https://doi.org/10.3390/ijms222313051
https://doi.org/10.3390/ijms222313051
https://doi.org/10.3390/cells10071717
https://doi.org/10.3390/cells10071717
https://doi.org/10.20455/ros.2016.873
https://doi.org/10.20455/ros.2016.873
https://doi.org/10.1021/mp100269f
https://doi.org/10.1016/S0301-4622(98)00150-1
https://doi.org/10.1016/S0301-4622(98)00150-1
https://doi.org/10.1016/j.ejpb.2010.07.008
https://doi.org/10.1038/s41598-019-47475-z
https://doi.org/10.1038/s41598-019-47475-z
https://doi.org/10.1038/nmeth.2019
https://imagej.nih.gov/ij/macros/StackProfileData.txt
https://imagej.nih.gov/ij/macros/StackProfileData.txt
https://www.open-systems-pharmacology.org/
https://www.open-systems-pharmacology.org/
https://doi.org/10.1007/s00280-017-3495-2
https://doi.org/10.1038/bjc.1955.55
https://doi.org/10.1038/bjc.1955.55
https://doi.org/10.3390/ijms23073599
https://doi.org/10.3390/ijms23073599
https://doi.org/10.1002/bip.21725
https://doi.org/10.1002/bip.21725
https://doi.org/10.1002/jps.2600711011
https://doi.org/10.1021/mp5002813
https://doi.org/10.1016/j.jconrel.2006.10.007


 Drug Delivery and Translational Research

1 3

studies. Drug Deliv Transl Res. 2022. https:// doi. org/ 10. 1007/ 
s13346- 022- 01226-2.

 41. Narayanan J, Xiong J-Y, Liu X-Y. Determination of agarose gel 
pore size: Absorbance measurements vis a vis other techniques. 
J Phys Conf Ser. 2006;28:83. https:// doi. org/ 10. 1088/ 1742- 6596/ 
28/1/ 017.

 42. Wufsus AR, Rana K, Brown A, Dorgan JR, Liberatore MW, 
Neeves KB. Elastic Behavior and Platelet Retraction in Low- and 
High-Density Fibrin Gels. Biophys J. 2015;108:173–83. https:// 
doi. org/ 10. 1016/j. bpj. 2014. 11. 007.

 43. Lieleg O, Ribbeck K. Biological hydrogels as selective diffusion 
barriers. Trends Cell Biol. 2011;21:543–51. https:// doi. org/ 10. 
1016/j. tcb. 2011. 06. 002.

 44. Lieleg O, Baumgärtel RM, Bausch AR. Selective filtering of parti-
cles by the extracellular matrix: an electrostatic bandpass. Biophys 
J. 2009;97:1569–77. https:// doi. org/ 10. 1016/j. bpj. 2009. 07. 009.

 45. Witten J, Ribbeck K. The particle in the spider’s web: transport 
through biological hydrogels. Nanoscale. 2017;9:8080–95. https:// 
doi. org/ 10. 1039/ C6NR0 9736G.

 46. Frezard F, Garnier-Suillerot A. Comparison of the binding of 
anthracycline derivatives to purified DNA and to cell nuclei. Bio-
chim Biophys Acta (BBA) - Gen Subj. 1990;1036:121–7. https:// 
doi. org/ 10. 1016/ 0304- 4165(90) 90023-P.

 47. Alfarouk KO, Stock C-M, Taylor S, Walsh M, Muddathir AK, 
Verduzco D, Bashir AHH, Mohammed OY, Elhassan GO, 
Harguindey S, Reshkin SJ, Ibrahim ME, Rauch C. Resistance 
to cancer chemotherapy: failure in drug response from ADME 
to P-gp. Cancer Cell Int. 2015;15:71. https:// doi. org/ 10. 1186/ 
s12935- 015- 0221-1.

 48. Kim S, Chen J, Cheng T, Gindulyte A, He J, He S, Li Q, Shoemaker 
BA, Thiessen PA, Yu B, Zaslavsky L, Zhang J, Bolton EE. PubChem 
update. Nucleic Acids Res. 2023;51(2023):D1373–80. https:// doi. 
org/ 10. 1093/ nar/ gkac9 56.

 49. Morozova S, Muthukumar M. Electrostatic effects in collagen 
fibril formation. J Chem Phys. 2018;149: 163333. https:// doi. org/ 
10. 1063/1. 50365 26.

 50. Menozzi M, Valentini L, Vannini E, Arcamone F. Self-Association of 
Doxorubicin and Related Compounds in Aqueous Solution. J Pharm 
Sci. 1984;73:766–70. https:// doi. org/ 10. 1002/ jps. 26007 30615.

 51. Lilienberg E, Dubbelboer IR, Karalli A, Axelsson R, Brismar TB, 
Ebeling Barbier C, Norén A, Duraj F, Hedeland M, Bondesson U, 
Sjögren E, Stål P, Nyman R, Lennernäs H. In vivo drug delivery 
performance of lipiodol-based emulsion or drug-eluting beads 
in patients with hepatocellular carcinoma. Mol Pharmaceutics. 
2017;14:448–58. https:// doi. org/ 10. 1021/ acs. molph armac eut. 
6b008 86.

 52. Greene RF, Collins JM, Jenkins JF, Speyer JL, Myers CE. Plasma 
pharmacokinetics of adriamycin and adriamycinol: implications 
for the design of in vitro experiments and treatment protocols. 
Cancer Res. 1983;43:3417–21.

 53. Lankelma J, Fernández Luque R, Dekker H, Schinkel W, Pinedo 
HM. A mathematical model of drug transport in human breast 
cancer. Microvasc Res. 2000;59:149–61. https:// doi. org/ 10. 1006/ 
mvre. 1999. 2218.

 54. Ramanujan S, Pluen A, McKee TD, Brown EB, Boucher Y, Jain 
RK. Diffusion and Convection in Collagen Gels: Implications for 
Transport in the Tumor Interstitium. Biophys J. 2002;83:1650–60. 
https:// doi. org/ 10. 1016/ S0006- 3495(02) 73933-7.

 55. Syková E, Nicholson C. Diffusion in Brain Extracellular Space. 
Physiol Rev. 2008;88:1277–340. https:// doi. org/ 10. 1152/ physr ev. 
00027. 2007.

 56. Nugent LJ, Jain RK. Extravascular diffusion in normal and neo-
plastic tissues. Cancer Res. 1984;44:238–44.

 57. Eikenberry S. A tumor cord model for Doxorubicin delivery 
and dose optimization in solid tumors. Theor Biol Med Model. 
2009;6:16. https:// doi. org/ 10. 1186/ 1742- 4682-6- 16.

 58. Lankelma J, Dekker H, Fernández Luque R, Luykx S, Hoekman 
K, van der Valk P, van Diest PJ, Pinedo HM. Doxorubicin gradi-
ents in human breast cancer. Clin Cancer Res. 1999;5:1703–7.

 59. Patel KJ, Trédan O, Tannock IF. Distribution of the anticancer 
drugs doxorubicin, mitoxantrone and topotecan in tumors and 
normal tissues. Cancer Chemother Pharmacol. 2013;72:127–38. 
https:// doi. org/ 10. 1007/ s00280- 013- 2176-z.

 60. Matsuba Y, Edatsugi H, Mita I, Matsunaga A, Nakanishi O. A 
novel synthetic DNA minor groove binder, MS-247: antitumor 
activity and cytotoxic mechanism. Cancer Chemother Pharmacol. 
2000;46:1–9. https:// doi. org/ 10. 1007/ s0028 00000 120.

 61. Bucevičius J, Lukinavičius G, Gerasimaitė R. The Use of Hoechst 
Dyes for DNA Staining and Beyond. Chemosensors. 2018;6:18. 
https:// doi. org/ 10. 3390/ chemo senso rs602 0018.

 62. Schneider Y-J, Baurain R, Zenebergh A, Trouet A. DNA-binding 
parameters of daunorubicin and doxorubicin in the conditions 
used for studying the interaction of anthracycline-DNA complexes 
with cells in vitro. Cancer Chemother Pharmacol. 1979;2:7–10. 
https:// doi. org/ 10. 1007/ BF002 53097.

 63. Byrn SR, Dolch GD. Analysis of Binding of Daunorubicin and 
Doxorubicin to DNA Using Computerized Curve-Fitting Proce-
dures. J Pharm Sci. 1978;67:688–93. https:// doi. org/ 10. 1002/ jps. 
26006 70532.

 64. Kobayashi H, Takemura Y, Ohnuma T. Relationship between 
tumor cell density and drug concentration and the cytotoxic 
effects of doxorubicin or vincristine: mechanism of inoculum 
effects. Cancer Chemother Pharmacol. 1992;31:6–10. https:// doi. 
org/ 10. 1007/ BF006 95987.

 65. Bogorad MI, Searson PC. Real-time imaging and quantitative 
analysis of doxorubicin transport in a perfusable microvessel 
platform. Integr Biol. 2016;8:976–84. https:// doi. org/ 10. 1039/ 
c6ib0 0082g.

 66. Speelmans G, Staffhorst RWHM, de Kruijff B, de Wolf FA. 
Transport Studies of Doxorubicin in Model Membranes Indi-
cate a Difference in Passive Diffusion across and Binding at the 
Outer and Inner Leaflet of the Plasma Membrane. Biochemistry. 
1994;33:13761–8. https:// doi. org/ 10. 1021/ bi002 50a029.

 67. Chen N-T, Wu C-Y, Chung C-Y, Hwu Y, Cheng S-H, Mou C-Y, Lo 
L-W. Probing the Dynamics of Doxorubicin-DNA Intercalation 
during the Initial Activation of Apoptosis by Fluorescence Life-
time Imaging Microscopy (FLIM). PLoS ONE. 2012;7:e44947. 
https:// doi. org/ 10. 1371/ journ al. pone. 00449 47.

 68. Nyman SS, Ahlström H, Creusen AD, Dahlgren D, Hedeland 
M, Heindryckx F, Johnson U, Khaled J, Kullenberg F, Nyman 
R, Rorsman F, Sheikhi R, Simonsson USH, Sjögren E, Wanders 
A, Lennernäs H, Barbier CE. Study protocol for locoregional 
precision treatment of hepatocellular carcinoma with transarte-
rial chemoembolisation (TACTida), a clinical study: idaru-
bicin dose selection, tissue response and survival. BMJ Open. 
2022;12:e065839. https:// doi. org/ 10. 1136/ bmjop en- 2022- 065839.

Publisher's Note Springer Nature remains neutral with regard to 
jurisdictional claims in published maps and institutional affiliations.

https://doi.org/10.1007/s13346-022-01226-2
https://doi.org/10.1007/s13346-022-01226-2
https://doi.org/10.1088/1742-6596/28/1/017
https://doi.org/10.1088/1742-6596/28/1/017
https://doi.org/10.1016/j.bpj.2014.11.007
https://doi.org/10.1016/j.bpj.2014.11.007
https://doi.org/10.1016/j.tcb.2011.06.002
https://doi.org/10.1016/j.tcb.2011.06.002
https://doi.org/10.1016/j.bpj.2009.07.009
https://doi.org/10.1039/C6NR09736G
https://doi.org/10.1039/C6NR09736G
https://doi.org/10.1016/0304-4165(90)90023-P
https://doi.org/10.1016/0304-4165(90)90023-P
https://doi.org/10.1186/s12935-015-0221-1
https://doi.org/10.1186/s12935-015-0221-1
https://doi.org/10.1093/nar/gkac956
https://doi.org/10.1093/nar/gkac956
https://doi.org/10.1063/1.5036526
https://doi.org/10.1063/1.5036526
https://doi.org/10.1002/jps.2600730615
https://doi.org/10.1021/acs.molpharmaceut.6b00886
https://doi.org/10.1021/acs.molpharmaceut.6b00886
https://doi.org/10.1006/mvre.1999.2218
https://doi.org/10.1006/mvre.1999.2218
https://doi.org/10.1016/S0006-3495(02)73933-7
https://doi.org/10.1152/physrev.00027.2007
https://doi.org/10.1152/physrev.00027.2007
https://doi.org/10.1186/1742-4682-6-16
https://doi.org/10.1007/s00280-013-2176-z
https://doi.org/10.1007/s002800000120
https://doi.org/10.3390/chemosensors6020018
https://doi.org/10.1007/BF00253097
https://doi.org/10.1002/jps.2600670532
https://doi.org/10.1002/jps.2600670532
https://doi.org/10.1007/BF00695987
https://doi.org/10.1007/BF00695987
https://doi.org/10.1039/c6ib00082g
https://doi.org/10.1039/c6ib00082g
https://doi.org/10.1021/bi00250a029
https://doi.org/10.1371/journal.pone.0044947
https://doi.org/10.1136/bmjopen-2022-065839

	Quantitative imaging of doxorubicin diffusion and cellular uptake in biomimetic gels with human liver tumor cells
	Abstract
	Introduction
	Materials and methods
	Materials
	Cell culture
	Manufacturing of a combined drug diffusion and cellular uptake chip
	Drug diffusion and cellular uptake experiments
	Preparation of hydrogels
	Confocal fluorescence microscopy imaging
	Image analysis
	Determination of apparent diffusion coefficients
	Determination of intracellular uptake and apparent cell permeability
	Spatio-temporal tissue concentration modelling
	Statistics

	Results
	DOX gradients were rapidly established in the gel reservoirs
	Biomimetic cirrhotic gels reduce DOX diffusion
	Tumor cells did not influence DOX diffusion in cirrhotic gels
	Liver tumor cells distribution throughout the gel reservoirs
	Intracellular uptake of DOX and apparent cell permeability
	Translation of in vitro findings to a clinical scenario using modelling

	Discussion
	Anchor 24
	Acknowledgements 
	References


